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Introduction
Non‑alcoholic fatty liver disease (NAFLD) 
is a prevalent chronic liver disease affecting 
a significant proportion of the world 
population, including ~25.2% worldwide 
and 27.4% in Asia.[1] This condition is 
characterized by an accumulation of 
excessive fat in the liver, present in more 
than 5% of hepatocytes, according to 
histological analysis.[2,3] NAFLD can 
progress from simple steatosis to more 
severe forms, including non‑alcoholic 
steatohepatitis (NASH), liver cirrhosis, and 
ultimately hepatocellular carcinoma (HCC), 
even in the absence of excessive alcohol 
consumption.[4] Left untreated, NAFLD 
can lead to increased morbidity and 
mortality, resulting in significant healthcare 
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expenditures, impaired quality of life, and 
massive economic losses.[5,6]

The pathogenesis of NAFLD is 
primarily related to metabolic 
impairment and glucose‑insulin 
homeostasis.[7] As a result, NAFLD is 
often considered the hepatic component of 
metabolic syndrome (MS).[8] The “two‑hit 
hypothesis” is the most widespread model, 
which proposes that insulin resistance (IR) 
— associated with metabolic disorders, 
including obesity, type 2 diabetes, and 
hyperlipidemia — leads to excessive lipid 
deposition in liver cells in the “first hit” 
process. Once NAFLD is established, it 
increases hepatic IR, which represents the 
“second hit.”[9] NAFLD also contributes 
to systemic inflammation and impairs 
insulin sensitivity in extra‑hepatic 
tissues, exacerbating hepatic injury 
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development.[10,11] Therefore, reversing IR may be a 
promising strategy for treating NAFLD. Although several 
studies have explored the possibility of drugs that can 
improve IR in NAFLD patients, the key to breaking the 
vicious cycle of metabolically associated fatty liver disease 
spectrum is yet to be found.[12,13]

Vitamin D (VD) plays a crucial role in regulating 
calcium and phosphorus metabolism, immune function, 
and gene expression in the body. There are two major 
forms of VD, 25‑hydroxyvitamin D3 (25‑OH‑D3) and 
25‑hydroxyvitamin D2 (25‑OH‑D2), which can be 
measured to determine the amount of VD present in the 
body. Multiple studies,[14,15] have shown that low levels 
of VD can lead to liver inflammation and fibrogenesis, 
increasing the risk of NAFLD, while VD supplementation 
can have therapeutic effects in these patients.[16‑18] In the 
last few decades, experimental research has shown that VD 
deficiency may have adverse effects on insulin sensitivity 
and glucose homeostasis, ultimately leading to IR in 
hepatic cells; however, the mechanisms underlying the 
relationship between VD and IR are not fully understood. 
One possible mechanism is that VD can activate the VD 
receptor (VDR),[7,19] which interacts with other transcription 
factors and regulates the expression of various genes 
involved in the insulin signaling pathway.[19,20] Very 
low levels of VD may impair VDR function and affect 
the normal operation of the insulin signaling pathway; 
however, present studies are still in the initial stages.[19,21]

Currently, the role of IR in VD deficiency and NAFLD 
remains unclear, which limits the use of VD in NAFLD 
patients. By combining epidemiological surveys and 
biological analyses, we can shed light on the role of IR in the 
association between VD and NAFLD from a macro‑micro 
perspective, providing evidence for the prevention and 
control of NAFLD. In this study, we utilized publicly 
available databases to investigate the potential mechanisms 
through which IR mediates the relationship between VD and 
the pathogenesis of NAFLD at the genetic level, aiming to 
estimate the impact of IR on the VD‑NAFLD relationship.

Methods
National Health and Nutrition Examination 
Survey (NHANES) Dataset

The 2017–2018 NHANES dataset was downloaded from 
the NHANES website to investigate the role of IR in 

the association between VD and NAFLD. This dataset 
included 16,211 individuals, who were from 30 different 
survey locations, of which 9,254 completed the interview 
and 8,704 were examined. The inclusion criteria are 
as follows: (1) the individual’s age ≥18 years old; (2) 
participants who completed the liver examination and VD 
test. The exclusion criteria are as follows: (1) Individuals 
who had consumed alcohol more than three times in the last 
year and those who did not complete the liver examination 
by ultrasound transient elastography were excluded based 
on the diagnostic criteria of NAFLD; (2) individuals who 
were pregnant, those who had hepatitis A, hepatitis B, and 
hepatitis C, and those who missed the value of fasting 
plasma glucose (FPG), fasting insulin (Fins), and VD levels 
were also excluded. Finally, 723 individuals were included 
in the present study. NHANES were approved by the 
National Center for Health Statistics (NCHS) Ethics Review 
Board; the approvals can be downloaded from https://www.
cdc.gov/nchs/nhanes/irba98.htm. Written informed consent 
was obtained from all participants. This study was approved 
by the Xuzhou Central Hospital Review Board.

VD, Homeostatic Model Assessment of Insulin 
Resistance (HOMA‑IR), the Controlled 
Attenuation Parameter (CAP), and Liver 
Stiffness Measurements (LSM)
The role of HOMA‑IR in the association between VD 
and NAFLD was explored. High‑performance liquid 
chromatography‑tandem mass spectrometry (HPLC‑MS/MS) 
was used for the quantitative detection of 25‑OH‑D3 and 
25‑OH‑D2 in human serum. To better evaluate exposure, 
the NHANES provides a new index to reflect the VD status, 
the LBXVIDMS, which combines 25‑OH‑D3 levels and 
25‑OH‑D2 levels. The sample was divided into four groups 
based on LBXVIDMS quartiles (≤47.6, 47.7–66.3, 66.4–85.4, 
and >85.5). HOMA‑IR was evaluated by FPG and Fins 
using the following formula: HOMA‑IR = FPG (mmol/L) 
* Fins (μU/ml)/22.5. The sample was divided into three 
groups based on HOMA‑IR tertiles (lower HOMA‑IR, 
median HOMA‑IR, and higher HOMA‑IR). CAP and 
vibration‑controlled transient elastography (VCTE)‑LSM were 
used to assess the liver status of individuals, and they were 
measured by the NHANES mobile examination center (MEC) 
using a FibroScan1 model 502 V2 Touch equipped with 
a medium (M) or extra‑large (XL) wand (probe). The 
details of CAP and VCTE‑LSM quality controls can 
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be obtained from https://wwwn.cdc.gov/Nchs/Nhanes 
/2017‑2018/LUX_J.htm.

Bioinformatics Analysis

To investigate the potential pathological mechanism of 
VD and HOMA‑IR in the development of NAFLD, a gene 
expression dataset, GSE200765, was selected from the Gene 
Expression Omnibus (GEO) website (https://www.ncbi.nlm. 
nih.gov/geo/). GSE200765 included 14 hepatoma‑derived 
human liver cell line (HepaRG) cell samples. Six samples 
were selected for this analysis, of which three samples, 
GSM6043350, GSM6043351, and GSM6043352, were 
pretreated with a mixture of oleic acid (200 μM) and 
palmitic acid (200 μM), and as the lipid group. The 
other three samples, GSM6043358, GSM6043359, and 
GSM6043360, were treated with a mixture of oleic 
acid (200 μM) and palmitic acid (200 μM) + synthetic 
vitamin D3 (10 nM), and as the VD group.

Statistical analysis

The statistical software R 4.1.3 was used to analyze 
epidemiological and bioinformatics data. R packages, 
“tidyverse” and “Hmisc,” were utilized to explore 
the association between VD levels and NAFLD. The 
individuals were classified into four groups (≤47.6 nmol/L, 
47.7‑66.3 nmol/L, 66.4‑85.4 nmol/L, ≥85.5 nmol/L) based 
on the quartile of VD. To examine the differences in 
covariates among these groups, we employed the one‑way 
ANOVA or Chi‑square test. In addition, we analyzed 
the prevalence of NAFLD within various VD and IR 
categories. The IR categories were determined by dividing 
the levels of HOMA‑IR, and we used the Chi‑square test 
to investigate the prevalence of NAFLD across these 
groups. Furthermore, we conducted multivariate logistic 
regression to assess the relationship between VD categories 
and the risk of NAFLD. Using the “mediation” and 
“bda” R packages, we analyzed the mediation effect of 
HOMA‑IR in the relationship between VD and CAP and 
LSM after adjusting for sex, age, race, BMI, high‑density 
lipoprotein (HDL), and gamma‑glutamyltransferase (GGT). 
For bioinformatics analysis, the R package “limma” was 
used to identify DEGs in the GSE200765 dataset, and the 
cutoff threshold of | log2FC > 2| and P.adj < 0.05 were used 
to select the DEGs. Functional enrichment analysis was 
performed using the database for annotation, visualization, 
and integrated discovery (DAVID; http://www.david.abcc.
ncifcrf.gov/). Heatmaps were used to visualize DEGs in 
different groups, namely, those exposed to VD or not. 
P <0.05 was considered statistically significant.

Results
Baseline Clinical Characteristics of Participants Based 
on VD Categories

A total of 723 individuals were included in the final 
analysis. Age, sex, race, body mass index (BMI), HDL, 

Fins, HOMA‑IR, GGT, LSM, and CAP significantly 
differed among the four VD groups, and LSM, 
CAP, and HOMA‑IR levels reduced with increasing 
VD [Table 1]. The prevalence of NAFLD was 80.7% 
in the VD ≤47.6 nmol/L group and 58.9% in the 
VD ≥85.4 nmol/L group. The prevalence of hepatic fibrosis 
was 14.9%, 14.4%, 9.4%, and 8.9% in VD ≤47.6 nmol/L, 
47.7 nmol/L ~ 66.3 nmol/L, 66.4 nmol/L ~ 85.4 nmol/L, 
and ≥85.5 nmol/L groups, respectively. The covariates were 
categorized into two groups based on the status of NAFLD. 
The findings revealed significant differences in BMI, 
triglyceride, HDL, FPG, Fins, HOMA‑IR, glutamic‑pyruvic 
transaminase (ALT), GGT, LSM, and CAP between the 
two groups.

Multifactor Analysis of the Association Between VD 
and Liver Indices, the Risk Developing of NAFLD and 
HOMA‑IR

After adjusting for sex, age, race, BMI, HDL, and GGT, 
multifactor linear regression was performed to explore 
the association between VD and CAP, LSM, HOMA‑IR, 
and Fins, respectively [Supplement Figure 1a‑d]. The 
results showed that VD was negatively associated with 
these indices (all P < 0.05). Using a multivariate logistic 
regression model, we have explored the association 
between VD categories and the risk of developing NAFLD. 
Table 2 shows that with reducing VD level, the risk of 
developing NAFLD increased, and compared with the 
individuals with VD level ≥85.5 nmol/L, the participants 
with VD ≤47.6 nmol/L have a higher risk of developing 
NAFLD (OR 95% confidence interval [C.I] =3.429 [2.081 
~ 5.683]), after adjustment for sex, age, race, BMI, FPG, 
smoking status, ALT, AST, TC, TG, and GGT, the OR and 
95% C.I was 2.332 (1.316 ~ 4.133).

Mediated effect of IR in the association between VD 
and CAP and LSM

Mediation analysis revealed that IR plays a mediation 
effect in the association between VD and CAP and 
LSM. The mediation effect of IR in the relationship 
between VD and CAP and VD and LSM was 0.290 
and 0.398, respectively [Figure 1], and the P values 
of the Sobel test were all <0.001. The prevalence of 
NAFLD and the distribution of HOMA‑IR categories 
in different VD categories were also evaluated, and 
the results showed that the prevalence and proportion 
of a higher IR category were reduced with increasing 
VD [Figure 2a and b]. Further analysis revealed that 
the prevalence of NAFLD in different IR categories 
was significantly different, and the group with higher 
IR had a higher prevalence of NAFLD. However, 
individuals with higher IR had a lower prevalence of 
NAFLD in the VD ≥85.5 nmol/L group compared with 
the VD ≤47.6 nmol/L group [Figure 2c‑f]. We conducted 
an estimation of the association between HOMA‑IR 
categories and the likelihood of developing NAFLD. The 
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findings revealed that individuals with VD ≤47.6 nmol/L 
exhibited a 3.276‑fold increase (2.176~6.379) in the 
risk of developing NAFLD when the IR categories were 
altered [Figure 2c]. This result suggested that higher VD 
levels improved the IR status and reduced the prevalence 
of NAFLD.

Exploring the Potential Mechanisms of the Mediation 
Effect of IR in the Association Between VD and CAP 
and LSM Using the GSE200765 Dataset

The GSE200765 dataset was used to explore VD 
cytoprotection function in human liver cell lipotoxicity. 
This dataset was re‑analyzed to explore changes in hepatic 
genes under the treatment of VD. Compared with HepaRG 

Table 1: Baseline clinical characteristics of participants based on VD categories
VD levels (nmol/L) P value

≤47.6 47.7~66.3 66.4~85.4 ≥85.5
n 181 181 181 180
Age (years) 49.83±17.62 51.55±16.71 56.55±16.25 63.68±14.52 <0.001
Sex (Male) 86 (47.5%) 110 (60.8%) 89 (49.2%) 85 (47.2%) 0.028
BMI (kg/m2) 32.42±8.28 30.16±6.29 29.94±6.92 28.29±6.05 <0.001
TC (mmol/L) 4.82±1.13 4.90±1.01 4.92±1.18 4.76±1.10 0.493
TG (mmol/L) 1.39±1.32 1.48±1.29 1.33±0.98 1.20±0.64 0.095
HDL (mmol/L) 1.31±0.42 1.31±0.34 1.37±0.39 1.45±0.42 0.003
FPG (mmol/L) 6.58±2.39 6.64±2.63 6.46±1.79 6.51±1.77 0.879
Fins (IU/mL)* 2.59±0.81 2.45±0.93 2.34±0.62 2.22±0.66 <0.001
HOMA‑IR* 1.32±0.91 1.18±1.05 1.07±0.71 0.95±0.78 <0.001
ALT (U/L)* 3.00±0.64 3.05±0.61 2.95±0.48 2.93±0.54 0.212
AST (U/L)* 3.07±0.54 3.07±0.45 3.00±0.33 3.04±0.35 0.292
GGT (U/L)* 3.35±0.80 3.37±0.70 3.18±0.69 3.14±0.66 0.002
Median stiffness (E/kPa)* 1.77±0.56 1.76±0.49 1.64±0.36 1.61±0.40 0.002
Median CAP (db/m) 297.18±49.44 289.34±54.74 283.85±49.88 258.52±49.08 <0.001
Race

Mexican American 37 (20.4%) 34 (18.8%) 15 (8.3%) 7 (3.9%) <0.001
Other Hispanic 12 (6.6%) 16 (8.8%) 25 (13.8%) 11 (6.1%)
Non‑Hispanic White 38 (21.0%) 58 (32.0%) 76 (42.0%) 101 (56.1%)
Non‑Hispanic Black 64 (35.4%) 38 (21.0%) 28 (15.5%) 32 (17.8%)
Other Race 30 (16.6%) 35 (19.3%) 37 (20.4%) 29 (16.1%)

Smoking
Yes 70 (38.7%) 79 (43.6%) 82 (45.3%) 86 (47.8%) 0.354
No 111 (61.3%) 102 (56.4%) 99 (54.7%) 94 (52.2%)

NAFLD
Yes 146 (80.7%) 131 (72.4%) 135 (74.6%) 106 (58.9%) <0.001#

No 35 (19.3%) 50 (27.6%) 46 (25.4%) 74 (41.1%)
Hepatic fibrosis

Yes 27 (14.9%) 26 (14.4%) 17 (9.4%) 16 (8.9%) 0.032#

No 154 (85.1%) 155 (85.6%) 164 (90.6%) 164 (91.1%)
BMI=body mass index; TC=total cholesterol, TG=triglyceride, HDL=high‑density lipoprotein cholesterol, LDL=low density lipoprotein 
cholesterol, FPG=fasting plasma glucose, Fins=fasting insulin, HOMA‑IR=homeostasis model assessment of insulin resistance, 
ALT=glutamic‑pyruvic transaminase, AST=glutamic oxalacetic transaminase, GGT=gamma‑glutamyl transpeptidase, CAP=controlled 
attenuation parameter. *: The variable was transferred by ln. #: The test was using trend analysis

Table 2: The association between VD and the risk of developing NAFLD
Quartile Non‑NAFLD NAFLD Model1 Model2 Model3

OR 95% C.I OR 95% C.I OR 95% C.I
Vitamin D 
levels (nmol/L)

≤47.6 35 (19.3%) 146 (80.7%) 3.439 2.081~5.683 2.503 1.444~4.339 2.332 1.316~4.133
47.7~66.3 50 (27.6%) 131 (72.4%) 2.070 1.299~3.298 1.719 1.025~2.882 1.604 0.940~2.737
66.4~85.4 46 (25.4%) 135 (74.6%) 2.223 1.407~3.511 2.028 1.235~3.329 1.962 1.178~3.268

≥85.5 74 (41.1%) 106 (58.9%) 1 1 1 1 1 1
P for trend <0.001 <0.001 0.005 0.014
Model 1: Adjusted for sex, age, and race. Model 2: Adjusted for sex, age, race, BMI, FPG, and smoking status. Model 3: Adjusted for sex, 
age, race, BMI, FPG, smoking status, ALT, AST, TC, TG, and GGT. C.I=confidence interval, NAFLD=non‑alcoholic fatty liver disease
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cells pretreated with a mixture of oleic acid/palmitic 
acid (the lipid group), 381 hepatic genes changed their 
expression profile in HepaRG cells treated with a mixture 
of oleic acid/palmitic acid and synthetic VD (10 nM) (the 
VD group). Using a cutoff threshold of | log2FC > 2| and 
P.adj < 0.05, 211 and 170 genes were upregulated and 
downregulated, respectively [Figure 3a]. Heatmaps were 
constructed to determine the expression of different genes 
in samples [Figure 3b].

Functional Enrichment of DEGs

The DAVID database (https://david.ncifcrf.gov/) was 
used to assess the underlying functions and pathways of 
DEGs, and the results are shown in Figure 4. (1) Kyoto 
Encyclopedia of Genes and Genomes (KEGG) annotations 
showed significant enrichment of these DEGs in various 
metabolic‑related terms, such as alcoholic liver disease, IR, 
and interleukin‑17 (IL‑17) signaling pathways. This result 

Figure 1: The mediation effect of HOMA‑IR in the association of (a) VD with median CAP and (b) median stiffness. CAP = controlled attenuation parameter, 
HOMA‑IR = homeostatic model assessment of insulin resistance, VD = vitamin D

ba

Figure 2: The prevalence of NAFLD in different VD categories and IR categories. (a) The prevalence of NAFLD in different VD categories; (b) The distribution 
of IR categories in different VD categories; (c‑f) The prevalence of NAFLD in different IR categories at different VD categories. IR = insulin resistance, 
NAFLD = non‑alcoholic fatty liver disease, VD = vitamin D
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indicated that IR plays an essential role in the relationship 
between VD and NAFLD. Seven DEGs were enriched in 
the IR pathway, including solute carrier family 2 (facilitated 
glucose transporter), member 2 (SLC2A2), protein 
phosphatase 1 regulatory subunit 3E (PPP1R3E), cAMP 
responsive element binding protein 3‑like 3 (CREB3L3), 
interleukin‑6 (IL‑6), peroxisome proliferator‑activated 
receptor gamma coactivator 1‑alpha (PPARGC1A), nuclear 
factor of kappa light polypeptide gene enhancer in B‑cells 
inhibitor, alpha (NFKBIA), and phosphoenolpyruvate 
carboxykinase 2 (PCK2). The expression of DEGs in VD 
and lipid groups is displayed in Figure 4 (2) SLC2A2 and 
PPP1R3E were highly expressed, and CREB3L3, IL‑6, 
PPARGC1A, NFKBIA, and PCK2 were lowly expressed in 
the VD group.

Discussion
The present study investigated the relationship between 

serum levels of VD and NAFLD, as well as the potential 
mediating role of IR in this association. Our findings 
demonstrated that lower levels of serum VD were associated 
with a higher prevalence of NAFLD. Furthermore, negative 
correlations were observed between serum VD levels and 
CAP, LSM, HOMA‑IR, and Fins, suggesting that VD 
deficiency may contribute to the pathogenesis of IR and the 
development of hepatic steatosis.

The relationship between VD levels and NAFLD 
has yielded conflicting results in previous studies. 
A case‑control study showed no significant difference 
in VD levels between 409 patients with NAFLD and 
803 healthy controls.[22] Another study involving 4,614 
NAFLD cases and 4,568 controls also did not find an 
association between genetically predicted VD levels and 
NAFLD risk.[23] Contrarily, a previous meta‑analysis of 
17 cross‑sectional and case‑control studies found that 
patients with NAFLD exhibited reduced VD levels and 

Figure 3: The volcanic map and heat map to show the DEGs between the lipid group and VD group. (a) The volcanic map. (b) The heatmap. CAP = controlled 
attenuation parameter, VD = vitamin D

ba

Figure 4: The pathways of DEGs after enriched by KEGG and the expression of seven genes enriched in the IR pathway. The horizontal histogram showed 
the pathway of DEGs enriched by KEGG. a~f showed the RNA expression of seven genes. DEGs = differentially expressed genes, IR = insulin resistance, 
KEGG = Kyoto Encyclopedia of Genes and Genomes
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a higher probability of being VD deficient compared to 
those without NAFLD.[24,25] This inverse association has 
been consistently observed in recently published studies — 
independent of metabolic characteristics — and VD levels 
have been found to be inversely associated with the degree 
of liver steatosis and fibrosis.[26‑28] Our results are consistent 
with studies that reported an inverse relationship between 
serum VD level and NAFLD prevalence and severity as 
well.[29‑32] The discrepancy in findings could potentially 
be explained by ethnicity‑specific features and different 
population characteristics.[31]

Moreover, our bioinformatics analysis revealed seven DEGs 
in the HepaRG cells with low vs. high VD levels. Of these 
genes, two (SLC2A2 and PPP1R3E) were upregulated, 
and five (CREB3L3, IL‑6, PPARGC1A, NFKBIA, and 
PCK2) were downregulated in cells treated with VD. These 
findings suggest that VD may play a role in regulating 
glucose and lipid metabolism in liver cells. SLC2A2 (also 
known as glucose transporter 2 (GLUT2)) is a glucose 
transporter that plays a key role in hepatic glucose uptake 
and metabolism.[33] PPP1R3E is a regulatory subunit of 
glycogen synthase phosphatase, which regulates glycogen 
synthesis in the liver.[34] The upregulation of these genes 
in the VD group suggests that VD may promote glucose 
uptake and metabolism in insulin‑sensitive tissues, which 
could potentially improve insulin sensitivity, reduce IR, and 
prevent the development of NAFLD.

The downregulation of CREB3L3, IL‑6, PPARGC1A, 
NFKBIA, and PCK2 in the VD group suggests that VD 
may also modulate the expression of genes involved 
in inflammation, oxidative stress, and gluconeogenesis, 
which are key contributors to the development of IR and 
NAFLD. CREB3L3 is a transcription factor involved 
in lipid metabolism and glucose homeostasis.[35] IL‑6 is 
a pro‑inflammatory cytokine that has been implicated 
in the development of NAFLD. PPARGC1A is a 
transcriptional coactivator that regulates lipid metabolism 
and mitochondrial biogenesis.[36] NFKBIA is an inhibitor 
of nuclear factor kappa B (NF‑κB), a transcription 
factor that plays a central role in inflammation and 
immune responses.[37] Finally, PCK2 is a key enzyme in 
gluconeogenesis, which is dysregulated in patients with 
NAFLD and IR.[38] Previous animal studies indicated 
that appropriate intervention on these abnormally 
expressed genes would greatly improve the steatosis of 
hepatocytes.[39‑41] This suggests that altered expression of 
these genes participates in the insulin signaling pathway, 
which highlights the pharmacological inhibition of 
this pathway as a potentially useful approach not only 
for controlling glycemia but also for mitigating the 
development and/or progression of NAFLD.[39]

Our study has several strengths, including the use of a 
large, well‑characterized NHANES dataset of NAFLD 
patients with detailed clinical and laboratory data. We 

also performed rigorous statistical analyses to examine 
the associations between VD, IR, and NAFLD and used 
mediation analysis to examine the potential mediating 
effect of IR on these associations. Furthermore, we 
performed bioinformatics analysis of gene expression 
profiles using the DAVID database to identify potential 
biological pathways linking VD deficiency to NAFLD.

However, this study also has some limitations. First, the 
serum VD level was measured only once at baseline. 
Thus, we could not account for the potential confounding 
factors (such as dietary intake or sun exposure) or 
temporal changes in the serum VD level. Second, we did 
not measure the functional activity of the proteins encoded 
by the detected DEGs. Therefore, it is not clear whether 
the observed changes in gene expression translate into 
changes in protein function. Further studies are needed to 
investigate the functional consequences of the observed 
changes in gene expression, especially in patients with 
NAFLD.

In conclusion, our study showed that VD deficiency was 
associated with higher prevalence and severity of NAFLD 
and provides insights into the potential role of VD in 
regulating IR pathways and gene expression. This study 
adds to the growing body of literature on the role of VD 
in metabolic disorders and may have important clinical 
implications for the prevention and treatment of NAFLD. 
While the findings are promising, further studies are needed 
to validate and expand on our results.

Acknowledgements

We acknowledge and thank all participants for their 
cooperation and sample contributions.

Ethics approval and consent to participate

The study was reviewed and approved by the ethics 
committee of the Xuzhou Central Hospital. The approval 
number of the ethics committee is XZXY‑LJ‑20201110‑060.

Consent for publication

Not applicable.

Availability of data and materials

All data generated or analyzed during this study are 
included in this manuscript.

Author’s contribution

CY Zou and XK Liu drafted this manuscript and collected 
the sample. Y Sun, YQ Sang, YM Ma, and GS Peng 
analyzed the data. MS He provided great help in the area 
of ultrasonic medicine for this study. J Liang and HF Geng 
are responsible for the integrity of the work as a whole.

All authors read and approved the final version of the 
manuscript.

D
ow

nloaded from
 http://journals.lw

w
.com

/ijom
 by B

hD
M

f5eP
H

K
av1zE

oum
1tQ

fN
4a+

kJLhE
Z

gbsIH
o4X

M
i0hC

yw
C

X
1A

W
nY

Q
p/IlQ

rH
D

3i3D
0O

dR
yi7T

vS
F

l4C
f3V

C
4/O

A
V

pD
D

a8K
2+

Y
a6H

515kE
=

 on 01/06/2025



Zou, et al.: Vitamin D, insulin resistance and NAFLD

International Journal of Preventive Medicine 2024, 15: 778

Financial support and sponsorship

This work was supported by the Xuzhou Key Medical 
Talents Project (XWRCHT20220059).

Conflicts of interest

There are no conflicts of interest.

Received: 18 Aug 23  Accepted: 14 Nov 23
Published: 28 Dec 24

References
1. Younossi ZM, Koenig AB, Abdelatif D, Fazel Y, Henry L, 

Wymer M. Global epidemiology of nonalcoholic fatty liver 
disease‑Meta‑analytic assessment of prevalence, incidence, and 
outcomes. Hepatology 2016;64:73‑84.

2. Isaacs S. Nonalcoholic fatty liver disease. Endocrinol Metab Clin 
North Am 2023;52:149‑64.

3. Stefan N, Schick F, Birkenfeld AL, Häring H‑U, White MF. The 
role of hepatokines in NAFLD. Cell Metab 2023;35:236‑52.

4. He Y, Su Y, Duan C, Wang S, He W, Zhang Y, et al. Emerging 
role of aging in the progression of NAFLD to HCC. Ageing Res 
Rev 2023;84:101833. doi: 10.1016/j.arr. 2022.101833.

5. Younossi ZM, Blissett D, Blissett R, Henry L, Stepanova M, 
Younossi Y, et al. The economic and clinical burden of 
nonalcoholic fatty liver disease in the United States and Europe. 
Hepatology 2016;64:1577‑86.

6. O’Hara J, Finnegan A, Dhillon H, Ruiz‑Casas L, Pedra G, 
Franks B, et al. Cost of non‑alcoholic steatohepatitis in Europe 
and the USA: The GAIN study. JHEP Rep 2020;2:100142. doi: 
10.1016/j.jhepr. 2020.100142.

7. Barchetta I, Cimini FA, Cavallo MG. Vitamin D and metabolic 
dysfunction‑associated fatty liver disease (MAFLD): An update. 
Nutrients 2020;12:3302. doi: 10.3390/nu12113302.

8. Jarvis H, Craig D, Barker R, Spiers G, Stow D, Anstee QM, 
et al. Metabolic risk factors and incident advanced liver disease 
in non‑alcoholic fatty liver disease (NAFLD): A systematic 
review and meta‑analysis of population‑based observational 
studies. PLoS Med 2020;17:e1003100. doi: 10.1371/journal.
pmed. 1003100.

9. Day CP, James OF. Steatohepatitis: A tale of two “hits”? 
Gastroenterology 1998;114:842‑5.

10. Targher G, Day CP, Bonora E. Risk of cardiovascular disease 
in patients with nonalcoholic fatty liver disease. N Engl J Med 
2010;363:1341‑50.

11. Luo Y, Lin H. Inflammation initiates a vicious cycle between 
obesity and nonalcoholic fatty liver disease. Immun Inflamm Dis 
2021;9:59‑73.

12. Angelico F, Burattin M, Alessandri C, Del Ben M, Lirussi F. 
Drugs improving insulin resistance for non‑alcoholic fatty liver 
disease and/or non‑alcoholic steatohepatitis. Cochrane Database 
Syst Rev 2007:Cd005166. doi: 10.1002/14651858.CD005166.
pub2.

13. Cigrovski Berkovic M, Rezic T, Bilic‑Curcic I, Mrzljak A. 
Semaglutide might be a key for breaking the vicious cycle of 
metabolically associated fatty liver disease spectrum? World J 
Clin Cases 2022;10:6759‑68.

14. Kobayashi T, Okano T, Shida S, Okada K, Suginohara T, Nakao H, 
et al. Variation of 25‑hydroxyvitamin D3 and 25‑hydroxyvitamin 
D2 levels in human plasma obtained from 758 Japanese healthy 
subjects. J Nutr Sci Vitaminol (Tokyo) 1983;29:271‑81.

15. Szymczak‑Pajor I, Śliwińska A. Analysis of association 
between vitamin D deficiency and insulin resistance. Nutrients 

2019;11:794. doi: 10.3390/nu11040794.
16. Ravaioli F, Pivetti A, Di Marco L, Chrysanthi C, Frassanito G, 

Pambianco M, et al. Role of vitamin D in liver disease and 
complications of advanced chronic liver disease. Int J Mol Sci 
2022;23:9016. doi: 10.3390/ijms23169016.

17. Barchetta I, Cimini FA, Cavallo MG. Vitamin D and metabolic 
dysfunction‑associated fatty liver disease (MAFLD): An update. 
Nutrients 2020;12:3302. doi: 10.3390/nu12113302.

18. Karatayli E, Stokes CS, Lammert F. Vitamin D in preclinical 
models of fatty liver disease. Anticancer Res 2020;40:527‑34.

19. Berridge MJ. Vitamin D deficiency and diabetes. Biochem J 
2017;474:1321‑32.

20. Ding N, Yu RT, Subramaniam N, Sherman MH, Wilson C, 
Rao R, et al. A vitamin D receptor/SMAD genomic circuit gates 
hepatic fibrotic response. Cell 2013;153:601‑13.

21. Han F‑F, Lv Y‑L, Gong L‑L, Liu H, Wan Z‑R, Liu L‑H. VDR 
Gene variation and insulin resistance related diseases. Lipids 
Health Dis 2017;16:157.

22. Ha Y, Hwang SG, Rim KS. The association between 
vitamin D insufficiency and nonalcoholic fatty liver disease: 
A population‑based study. Nutrients 2017;9:806. doi: 10.3390/
nu9080806.

23. Wang N, Chen C, Zhao L, Chen Y, Han B, Xia F, et al. Vitamin 
D and nonalcoholic fatty liver disease: Bi‑directional mendelian 
randomization analysis. EBioMedicine 2018;28:187‑93.

24. Eliades M, Spyrou E, Agrawal N, Lazo M, Brancati FL, 
Potter JJ, et al. Meta‑analysis: Vitamin D and non‑alcoholic fatty 
liver disease. Aliment Pharmacol Ther 2013;38:246‑54.

25. Wang X, Li W, Zhang Y, Yang Y, Qin G. Association between 
vitamin D and non‑alcoholic fatty liver disease/non‑alcoholic 
steatohepatitis: Results from a meta‑analysis. Int J Clin Exp Med 
2015;8:17221‑34.

26. Kim HS, Rotundo L, Kothari N, Kim SH, Pyrsopoulos N. 
Vitamin D is associated with severity and mortality of 
non‑alcoholic fatty liver disease: A US population‑based study. 
J Clin Transl Hepatol 2017;5:185‑92.

27. Dal K, Uzman M, Ata N, Ertugrul DT, Bursa N, Caglayan M, 
et al. The effect of vitamin D status on non‑alcoholic fatty liver 
disease: A population‑based observational study. Endokrynol Pol 
2023;74:63‑6.

28. Zhang XL, Chen L, Yang J, Zhao SS, Jin S, Ao N, et al. Vitamin 
D alleviates non‑alcoholic fatty liver disease via restoring gut 
microbiota and metabolism. Front Microbiol 2023;14:1117644. 
doi: 10.3389/fmicb. 2023.1117644.

29. Zhu S, Wang Y, Luo F, Liu J, Xiu L, Qin J, et al. The level 
of vitamin D in children and adolescents with nonalcoholic 
fatty liver disease: A meta‑analysis. Biomed Res Int 
2019;2019:7643542.

30. Ciardullo S, Muraca E, Cannistraci R, Perra S, Lattuada G, 
Perseghin G. Low 25 (OH) vitamin D levels are associated with 
increased prevalence of NAFLD and significant liver fibrosis. 
Diabetes Metab Res Rev 2023;93:e3628. doi: 10.1002/dmrr. 
3628.

31. Yuan S, Larsson SC. Inverse association between serum 
25‑hydroxyvitamin D and nonalcoholic fatty liver disease. Clin 
Gastroenterol Hepatol 2023;21:398‑405.e394.

32. Kim Y, Chang Y, Ryu S, Cho IY, Kwon MJ, Sohn W, et al. 
Resolution of, and risk of incident non‑alcoholic fatty liver 
disease with changes in serum 25‑hydroxy vitamin D status. 
J Clin Endocrinol Metab 2022;107:e3437‑47.

33. Thorens B. GLUT2, glucose sensing and glucose homeostasis. 
Diabetologia 2015;58:221‑32.

34. Munro S, Ceulemans H, Bollen M, Diplexcito J, Cohen PTW. 

D
ow

nloaded from
 http://journals.lw

w
.com

/ijom
 by B

hD
M

f5eP
H

K
av1zE

oum
1tQ

fN
4a+

kJLhE
Z

gbsIH
o4X

M
i0hC

yw
C

X
1A

W
nY

Q
p/IlQ

rH
D

3i3D
0O

dR
yi7T

vS
F

l4C
f3V

C
4/O

A
V

pD
D

a8K
2+

Y
a6H

515kE
=

 on 01/06/2025



Zou, et al.: Vitamin D, insulin resistance and NAFLD

International Journal of Preventive Medicine 2024, 15: 77 9

A novel glycogen‑targeting subunit of protein phosphatase 1 that 
is regulated by insulin and shows differential tissue distribution 
in humans and rodents. FEBS J 2005;272:1478‑89.

35. Nakagawa Y, Satoh A, Yabe S, Furusawa M, Tokushige N, 
Tezuka H, et al. Hepatic CREB3L3 controls whole‑body energy 
homeostasis and improves obesity and diabetes. Endocrinology 
2014;155:4706‑19.

36. Besse‑Patin A, Jeromson S, Levesque‑Damphousse P, Secco B, 
Laplante M, Estall JL. PGC1A regulates the IRS1: IRS2 ratio 
during fasting to influence hepatic metabolism downstream of 
insulin. Proc Natl Acad Sci 2019;116:4285‑90.

37. Paciolla M, Boni R, Fusco F, Pescatore A, Poeta L, Ursini MV, 
et al. Nuclear factor‑kappa‑B‑inhibitor alpha (NFKBIA) is a 
developmental marker of NF‑κB/p65 activation during in vitro 
oocyte maturation and early embryogenesis. Hum Reprod 
2011;26:1191‑201.

38. Yu S, Meng S, Xiang M, Ma H. Phosphoenolpyruvate carboxykinase 
in cell metabolism: Roles and mechanisms beyond gluconeogenesis. 
Mol Metab 2021;53:101257. doi: 10.1016/j.molmet.2021.101257.

39. David‑Silva A, Esteves JV, Morais M, Freitas HS, Zorn TM, 
Correa‑Giannella ML, et al. Dual SGLT1/SGLT2 inhibitor 
phlorizin ameliorates non‑alcoholic fatty liver disease and 
hepatic glucose production in type 2 diabetic mice. Diabetes 
Metab Syndr Obes 2020;13:739‑51.

40. Stender S, Smagris E, Lauridsen BK, Kofoed KF, 
Nordestgaard BG, Tybjaerg‑Hansen A, et al. Relationship 
between genetic variation at PPP1R3B and levels of liver 
glycogen and triglyceride. Hepatology 2018;67:2182‑95.

41. Nakagawa Y, Oikawa F, Mizuno S, Ohno H, Yagishita Y, 
Satoh A, et al. Hyperlipidemia and hepatitis in 
liver‑specific CREB3L3 knockout mice generated using a 
one‑step CRISPR/Cas9 system. Sci Rep 2016;6:27857. doi: 
10.1038/srep27857.

D
ow

nloaded from
 http://journals.lw

w
.com

/ijom
 by B

hD
M

f5eP
H

K
av1zE

oum
1tQ

fN
4a+

kJLhE
Z

gbsIH
o4X

M
i0hC

yw
C

X
1A

W
nY

Q
p/IlQ

rH
D

3i3D
0O

dR
yi7T

vS
F

l4C
f3V

C
4/O

A
V

pD
D

a8K
2+

Y
a6H

515kE
=

 on 01/06/2025



Supplement Figure 1: The association of VD with (a) median CAP, (b) median stiffness, (c) HOMA‑IR, and (d) Fins. CAP = controlled attenuation parameter, 
Fin = fasting insulin, HOMA‑IR = homeostatic model assessment of insulin resistance, VD = vitamin D
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